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STIC Biotechnology Systems Branch 

RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY on 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272*2510; FAX: 57I-273-4&21 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4,4.0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http:/A¥ww.uspto*govAveb/offices/pac/cIiecker/chkrnote.htm 



Applicants submitting generic sequence Information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD- Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, 

Anv reply inching a sequent listing in electronic for m should NOT be sent to the 2023 1 ZIP code address for the 

ynited States Patent and Trademark Office, and instead *h^i Id be tent via the following to the indicated addresses 

t. efs~bi q (<http://www.uspto ^^^ . EFS Submission 

User Manual - ePAVE) 

2. UA Postal Service; Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 01/14/05): 
U.S. Patent and Trademark Office, Mail Stop Sequence, Customer Window. Randolph Building, 401 Dulany Street, 
Alexandria, VA 22314 

Revised 01/10/06 
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Raw Sequence Listing Error Summary 



ERR9H PCTKTBB SUGGESTED CORRECTION 

ATTN: NEW RULES CAfiESi PLEASE DISREGARD ENGLISH 



SMOAL NUMBER; tP/Z^®, £^9* 
•ALPHA" HEADERS, WHICH WERE INSERTED BY PTOI 



SOFTWARE 



I Wrapped Nuclelcs The number/text a the end of each lino "wrapped" down to the next line. This may occur If your file 

Wrapped Aminos waa retrieved in a word processor after creating it Please adjust your rt^M margin lo .3; this will 
prevent "wrapping/* 

2 Invalid Line Length The rules require that a lino not exceed 72 characters In length This includes while spaces. 

3 Misaligned Amine The numbering under each 5* amino acid 2s misaligned. Do not use tab codes between numbers; 

Numbering use space characters, instead. 

4 Non-ASCII The submitted fDe was not saved in ASCU(DOS) text, as required by the Sequence Rules. Please 

\ your lubsequtut submission b saved in ASCII teat. 



.Variable Length Sequence^) contain n's or Xaa's representing more than one residue Per Sequence Rules, 

each n or Xaa can only represent a siagJt mldw. Please present the maximum number of each 
residue having variable length and indicate in the <22G>*<223> section that some may be missing. 

_PatentIn 2.0 A "bug" in Patcntln version 2,0 has caused the <220>«<223> section to be missing from amino acid 

"bug" sequencers) . Normally, Patcntln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220-<223> section to 
the subsequent amino acid sequence. Thi* applies to the mandatory <22Qs*-<223> sections for 
Artificial or Unknown lequences. 

Skipped Sequences Sequence^) missing. If intentional,, please insert the following lines for each skipped sequence: 

(OLD RULES) (2) INFORMATION FOR SEQ ID UOX: (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 
Ou) SEQUENCE DESCRlPTION:SEQ ID NO.X: (Insert SEQ ID NO where "X~ Is shown) 
This sequence is intentionally slopped 

Please also adjust the M (ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 



6 Skipped Sequences Sequence^) . 



(NEW RULES) 



<2 1 0> sequence id number 
<400> sequence id number 
000 



. missing. If Intentional, please insert the following lines for each skipped sequence. 



Use of d's or Xaa's Use ofn's and/or Xaa's have been detected in die Soqucncc^Listing. 
Per J 




r Xaa*s are present. 



r 1 .823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or > 
In <220> to <223> section, please explain location of* or Xaa, and which residue n or Xaa represents. 



II 



^Invalid <2 1 3> 
"Response 



Useof<320> 



Paientln 2.0 
"-bug" 



13 



Misuse of n/Xaa 



P^r 1 jgjjflScQjmiCfiiUu^^ Unknown,, ftrtifirial Sunm-nc^ nr 

&,m,rifi f naae inimUmpmt*** oi(t>*tm> is required when <2 13> response is Unknown or 

Is Artifici al Sequence. frfffl 1 ] rtrlnr) - 

Sequences) missing the <220> "Fesmre* and associated numeric identifiers and responses. Use 

of <22D> to <223> U MANDATORY if <213> "Organism'' response is "Artificial Sequence" or "Unknown." 
Please explain source of genetic material in <220> to <223> section or use "chemically synthesized** as 
explanation. (See "Federal Register." 06AH/199*, Vol. 63, No. 104, pp. 29631-32), also Sec. 1.823 of 
Sequence Rules 

Please do not use "Copy to Disk" function of Pasentln version 2.O. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use 'File Manager" or any other manual means to copy file to floppy disk. 

V can only represent a single nucleotide; "Xaa" can only represent a single amino acid 

AMC- STIC Systems Branch - 03/02/06 
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PCT 



listing 

PATENT APPLICATION : 08/10/590,457 



HATH: 09/05/200$ 
TIME: 15:11;4B 



9 



Does Not Comply 
Corrected Diskette Needed 



/ 1 Input Set : Si\eaqutnoi Llstlng-13987~OOOZO~?70 rtet 

O^itpUt Set: N:\CRF4\O9052006\JT590457.rW ~ ' *' 

3 <lio> APPLICANT: cirpua, Fetra 

4 Bauer, Jorg 

5 Qiu r Xiao 

6 Vu, Guohai 

7 Datla, Nagamani 

9 <120> TITTiB OP INVENTION: METHOD FOR PRODUCING POLYUNSATURATED FATTY ACIDS IN 
TRANSGENIC 

X0 PLANTS 

12 <130> FILE RSPBRHNCB: 13967-00020-US 
C — > 14 <l*n<> CURRENT *iPFLI CATION NUMBER:. TO/10/590,457 
C--> 14 <141> CtTOUWT FILING DATS I 2006-00-25 

14 <150> PRIOR APPLICATION NUMBER i PCT/BP2005/001663 

15 <151> PRIOR FILING DATE j 2005-02-23 

17 <150> PRIOR APPLICATION NUMBER: DE 10 2004 009 457.6 

16 clSl> PRIOR FILING DATE t 2004-02-27 

20 <1S0> PRIOR APPLICATION NUMBER t DE 10 2004 012 370.5 

21 <151> PRIOR FILING DATS: 2004-03-13 

23 <150> PRIOR APPLICATION NUMBER i DE 10 2004 017 516.7 

24 <151> PRIOR FILING DATE: 2004*04-06 

26 <1S0> PRIOR APPLICATION NUMBER: DS 10 2004 024 014.0 

27 <151> PRIOR FILING DATE: 2004-05-14 

29 <150> PRIOR APPLICATION NUMBER: PCT/BP2004/07957 

30 <151> PRIOR FILING DATE: 2004-07-16 

32 <150> PRIOR APPLICATION NUMBER: DB 10 2004 062 543.3 

33 <151> PRIOR FILING DATS: 2004-12-24 
35 <160> NUMBER OF SBQ ID NOS ; 255 

37 «170> SOFTWARE; Patent in version 3.3 

40 <210> SBQ ID NO: 1 

41 <211> LENGTH j 1266 

42 <212> TYPE: DNA 

43 <213> ORGANISM: Buglena gracillG 

45 <220> FEATURE; 

46 <221> NAME/KEY: CDS 

47 <222> LOCATION: (1) . . (1266) 

46 <223> OTHER INFORMATION: Delta- 6 deflacuraac 

50 <400> SEQUENCE: 1 

51 atg aag tea aag ego caa gcg ctt ceo ctt aca att gat gga aea aca 

52 Met Lye Ser Lya Arg Gin Ala Leu Pro Leu Thr Ha Aap Gly Tor Tkr 

53 1 5 10 15 

56 tat gat gtg tct gec tgg gtc aat ttc eac cct ggt ggt gcg gaa att 

57 Tyr Asp Val Ser Ala Trp Val Aen Phe Hi* Pro Gly Gly Ala Glu He 
56 20 25 30 

60 ata gag aat tac oaa gga agg gat gec act gat gec ttc atg gtt atg 

61 IXe GXu Aan Tyr Gin Gly Arg Asp Ala Thr Asp Ala Pbe Met Val Mat 



46 



96 



144 
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SAW StQUXJTCB LISTING DATEi 09/05/2006 

PATENT APPLICATION U8/10/590. 457 TIMBt 15:11:48 

Input Set : Bs \8eqtiance Llatlng~13987 - 00020 -US . txt 
Output S«t: Ni\CRF4\0905200$\JS90457.raw 

62 35 40 45 

64 cac tct cm gaa gcc ttc gac aag eta aag cgc atg ccc au ate aat 192 

65 Hia Ser Gin Glu Ala Phe Aap Lya Leu Lye Arg Met Pro Lys He Asn 

66 SO 55 60 

66 ccc agt tct gag ttg eea cce cag get gca gtg aat gaa got caa gag 240 

69 Pro Ser Ser Glu Leu Pro Pro Gin Ala Ala val Asn Glu Ala Gin Glu 

70 6S 70 » . .. . , 75 60 

72 gat ttc egg aag etc ego gria-gag-'ttg atrc gca act ggc atg ttt gat 206 

73 Asp Phe Arg Lye Leu Arg Glu Glu Leu He Ala Thr Gly Met Phe Asp 

74 85 90 95 

76 gcc tec ccc etc tgg tac tea cac aaa ate age acc aea ctg ggc ctt 336 

77 Ala Ser Pro Leu rrp lyr 'ser Tyr Lye He Ser Thr Thr Leu Gly Leu 

78 100 105 110 

80 gga gtg ctg ggt tat ttc ctg atg gtt cag tat cag atg tat ttc att 384 

81 Gly Val teu Gly Tyr Phe Leu Met Val Gin Tyr Gin Met Tyr Phe He 

82 115 120 125 

64 ggg gca gtg ttg ctt ggg atg cac tat caa cag atg ggc tgg ctt tct 432 
85 Gly Ala val Leu Leu Gly Met His Tyr Gin Gin Met Gly Trp Leu Sex 

13P . - 1**. ... . 14C. ... - 

89 cat gac att tgc cac cac cag act' ttc aag aac egg aac tgg aac aac 480 

90 Hia Asp He cys Hie Bie Gin Thr Phe Lye Asn Arg Asn Trp Asn Asn 

91 145 150 155 160 

93 etc gtg gga ctg gta ttt ggc aat ggt ctg caa ggt ttt toe gtg aoa 528 

94 Leu Val Gly Leu Val Phe Gly Am Gly Leu Gin Gly Phe Ser Val Thr 

95 165 170 175 

97 tgc tgg aag gac aga cac aat gca eat eat teg gca acc aat gtt caa 576 

98 eye Trp Uyo Asp Arg Hie Asn Ala His Hie Ser Ala Thr Am Val Gin 

99 180 185 190 

101 ggg cac gac cct gat att gac aac etc ccc etc tta gcc tgg tct gag 624 

102 Gly Hie Aap Pro Aep lie Aap Asn Leu Pro Leu Leu Ala Trp Ser Glu 

103 195 200 205 

105 gat gac gtc aca egg gcg tea ccg att tec cgc aag etc att cag ttc 672 

106 Aap Asp val Thr Arg Ala Ser Pro He Ser Arg Lye Leu He Gin Phe 

107 210 215 220 

109 cag cag tat tat ttc ttg gtc ate tgt ate ttg ttg egg ttc att tgg 72 0 

110 Gin Gin Tyr Tyr Phe Leu Val He Cys He Leu Leu Arg Phe He Trp 

111 225 230 235 240 

113 tgt ttc cag age gtg ttg acc gtg cgc agt ctg aag gac aga gat aac 768 

114 Cys Phe Gin Ser Val Leu Thr Val Arg Ser Leu Lye Asp Arg Asp Asn 

115 245 250 255 

117 oaa ttc tat cgc tct cag tat aag aag gag gcc att ggc etc gcc ctg 816 

118 Gin Phe Tyr Arg ser Gin Tyx Lye Lye Glu Ala He Gly Leu Ala Leu 

119 260 265 270 

122 cat tgg aca ttg aag gcc ctg ttc cac tta ttc ttt atg ccc age ate 864 

123 Hie Trp Thr Leu Lye Ala Leu Phe Hie Leu Phe Phe Met Pro Ser lie 

124 275 280 265 

126 etc aca teg ctg ttg gta ttt ttc gtt teg gag ctg gtt ggc ggc ttc 912 

127 Leu Thr Ser Leu Leu Val Phe Phe val Ser Glu Leu val Gly Gly Phe 

128 290 295 300 
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RAW S8Q0BNCB 146X1X0 DATS: 09/05/2006 

PATENT APPLICATION: UB/XO/590 , 457 TIME i 15rll:48 

Input Sat t Bi\S«quuoo Listing- 13967-00020-U8.txt 
Output Sets Ni\CRP4\09052006\0*90457.raw 



130 ggc Att gcg 


ate gtg 


gtg 


ttc 


atg 


aac 


cac 


tac 


oca ctg gag aag ate 


960 


131 Gly lie Ala 


lie Val 


Val 


Phe 


Met 


Asn 


Hia 


Tyr 


Pro Leu Glu Lys He 




132 305 




310 








315 


320 




134 999 gac teg 


gtc tgg 


gat 


ggc 


cat 


gga 


ttc 


teg 


gtt ggc cag ate cat 


1008 


135 Gly Asp ser 


Val Trp 


Aflp 


Gly 


His 


Gly 


Phe 


Ser 


Val Gly Gin He Hie 




136 


325 










330 




335 




138., gag acq, atg 


aac att 


egg 


cga 


999 


att 


ate 


aca 


gajy tgg.fc.tt t?c gga 


1056 


139-<31u Thr Met 


-Aan' lie 


Arg 


Arg 


Gly 


He 


Ho 


Thr 


Aap TnfPhe Phe 'my* • 




140 


340 








345 






350 




142 ggc ttg aac 


tac cag 


ate 


gag 


cac 


cat 


ttg 


tgg 


eeg aec etc cct cge 


1104 


143 Gly Leu Aon 


Tyr Gin 


He 


Glu 


Hie 


uie 


Leu 


Trp 


Pro Thr Leu Pro Arg 




144 355 








360 








365 




146 cac aac ctg 


aca gcg 


gtt 


age 


tac 


cag 


gtg 


gaa 


cag ctg tgc cag aag 


1152 


147 Hie Aan Leu 


Thr Ala 


Val 


Bar 


Tyr 


Gin 


val 


Glu 


Gin Leu Cy© Gin Lys 




148 370 






375 










300 




150 cac aac ctg 


ccg tat 


egg 


aac 


ccg 


ctg 


ccc 


cat 


gaa ggg ttg gtc ate 


1200 


151 His Aan Leu 


Pro Tyr 


Arg 


Aan 


Pro 


Leu 


Pro 


His 


Glu Gly Leu Val He 




152 385 




390 










395 


400 




IS S-' CPS ctg cac 


tab ctg 






ttc. 


gec 


egg 


atg 


gcg gasbag caa ccc, 


1248 


156 Leu* UeU Arg 


Tyr Leu 


Ala 


val 


Phe 


Ala 


Arg 


Mat 


Ala Glu Lys" Gin' Pro 




157 


405 










410 




415 




159 gcg ggg aag 


get eta 


taa 














1266 



160 Ala Gly Lya Ala Leu 

161 420 
164 <210> SBQ ID NOr 2 
166 <211> LENGTH: 421 
168 <212> TYPB: PUT 



170 <213> ORGANISM: 


Buglana 


gracilis 










174 <400> SEQUENCE; 


2 
















176 Met 


Lya 


6er 


Lys 


Arg 


Gin 


Ala 


Leu Pro 


Leu 


Thr 


He Asp Gly 


Thr Thr 


177 1 








5 








10 






15 


180 Tyr 


Asp 


Val 


Ser 


Ala 


Trp 


Val 


Aan Phe 


His 


Pro 


Gly Gly Ala 


Glu He 


lai 






20 








25 






30 




184 He 


GlU 


Aan 


Tyr 


Gin 


Gly 


Arg 


Aap Ala 


Thr 


ASp 


Ala Phe Mat 


Val Mat 


185 




35 










40 






45 




188 Hie 


Ser 


Gin 


Glu 


Ala 


Phe 


Aap 


Lys Leu 


Lye 


Arg 


Met Pro Lys 


He Aan 


189 


50 










55 








60 




193 Pre 


Ser 


Ser 


Glu 


Leu 


Pro 


Pro 


Gin Ala 


Ala 


Val 


Aan Glu Ala 


Gin Glu 


193 65 










70 








75 




80 


196 Asp 


Phe 


Arg 


Lye 


Leu 


Arg 


Glu 


Glu Leu 


He 


Ala 


Thr Gly Met 


Phe Asp 


197 






85 








90 






95 


200 Ala 


ser 


Pro 


Leu 


Trp 


Tyr 


ser 


Tyr Lys 


He 


Sex 


Thr Thr Leu 


Gly Leu 


201 






100 








105 






110 




204 Gly 


Val 


Leu 


Gly 


Tyr 


Phe 


Leu 


Met val 


Gin 


Tyr 


Gin Met Tyr 


Phe He 


205 




1X5 










120 






125 




209 Gly 


Ala 


Val 


Leu 


Leu 


Gly 


Met 


Hia Tyr 


Gin 


Gin 


Met Gly Trp 


Leu Ser 


209 


130 










135 








140 




212 HiB 


Asp 


lie 


Cya 


His 


Hia 


Gin 


Thr Phe 


Lys 


Aan 


Arg Aan Trp 


Aan Aan 



213 145 150 155 • 160 



file : //C : \CRF4\OuthOld\Ver J590457 .htm 



9/5/2006 



03/20/2007 11:46 FAX 



© 007/012 

Page 4 



RAW 6BQ9RBCB LZ8TZRO DATE: 09/05/2006 

PATENT APPLICATION:, 08/10/590,437 TIME: 1S:11;46 



Input Set i B*\8equenoe Lis ting* 13 9 67 -00020 ~OS.txt 
Output Set: Vt\CRP4\090S200*WS90457.rev 



216 


Leu val Gly Leu 


Val Phe Gly Asn 


Gly Leu 


Gin Gly Phe 


Ser Val Thr 


317 




165 




170 


175 


220 


Cys Trp Lye Asp 


Arg His Asn Ala 


His 


His 


Ser Ala Thr 


Asn Val Gin 


221 


180 




165 






190 


224 


Gly Hie Aep Pro 


Aep He Aep Aen 


Leu 


Pro 


Leu Leu Ala 


Trp Ser Glu 


225 


195 


200 






205 


228 


Asp Aep Val Thr 


Arg Ala, Ser -Pro 


He 


Ser 


Arg Lya Leu 


He Gin Phe 


229 


210 


215 






220 




232 


Gin Gin Tyr Tyr 


Phe Leu val He 


cys 


He 


Leu Leu Arg 


Phe He Trp 


233 


225 


230 . 






235 


240 


236 


Cys Phe Gin 6er 


Val Leu Thr val 


Arg Ser 


Leu Lys Asp 


Arg Asp Asn 


237 




245 




250 




255 


240 


Gin Phe Tyr Arg 


ser Gin Tyr Lye 


Lye 


Glu 


Ala He Gly 


Leu Ala Leu 


241 


260 




265 






270 


244 


B1b Trp Thr Leu 


Lys Ala Leu Phe 


His 


Leu 


Phe Phe Met 


Pro Ser He 


245 


275 


260 






265 




246 


Leu Thr Ser Leu 


Leu Val Phe Phe 


Val 


Ser 


Glu Leu val 


Gly Gly Phe 


249 


290 


295 






300 


252 


Gly. lie Ala He 


val / Phe Met 


A«n 


His 


Tyr Pre. Leu 


Glu, Lys lie 


253 


305 


310" ' 






315 


320 


256 


Gly Aep ser val 


Trp Aep Gly His 


Gly Phe 


ser val Gly 


Gin He His 


257 




325 




330 




335 


260 


Glu Tbr Met Asn 


He Arg Arg Gly 


He 


He 


Thr Asp Trp 


Phe Phe Gly 


261 


340 




345 






350 


264 


Gly Leu Asn Tyr 


Gin He Glu Hie 


His 


Leu 


Trp pro Thr 


Leu Pro Arg 


265 


355 


360 






365 




268 


Hie Asn Leu Thr 


Ala val ser Tyr 


Gin 


val 


Glu Gin Leu 


Cys Gin Lys 


269 


370 


37S 






360 




272 


Hie Aon Leu Pro 


Tyr Arg Asn Pro 


Leu 


Pro 


His Glu Gly 


Leu Val He 


273 


385 


390 






395 


400 


276 


Leu Leu Arg Tyr 


Leu Ala Val Phe 


Ala Arg 


Hat Ala Glu 


Lys Gin Pro 


277 




405 




410 




415 


280 


Ala Gly Lye Ala 


Leu 










261 


420 












264 


<210> SEQ ID NO; 


3 











266 <211> LENGTH : 777 
266 <212> TYPE: DKA 

290 <213> ORGANISM: isochryeis galbana 

294 <220> FEATURE) 

296 <221> SAME/KEY i CDS 

296 <222> LOCATIONS (1) . . (777) 

300 <223> OT HER INFORMATION: Delta- 9 elongase 

304 <400> SEQUENCE: 3 

305 atg gec etc gca aac gac gcg gga gag cgc ate tgg gcg get gtg aoo 48 

306 Met Ala Leu Ala Asn Asp Ala Gly Glu Arg He Trp Ala Ala Val Thr 

307 1 5 10 15 

309 gac ccg gaa ate etc att ggc acc ttc teg tac ttg eta etc aaa ccg 96 

310 Asp Pro Glu He Leu He Gly Thr Phe Ser tyr Leu Leu Leu Lys Pro 

311 20 25 30 
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BAN SHQTTKHC& LISTING DATE: 09/05/2006 

PATIENT APPLICATION ; US/10/590, 457 TIWB; 15; 11:48 

input set : l*\Sequ«nce Liatlng-139e7-00020-TO.txt 









Output Set : 


Ht \CRF4\09052006\J5 90437. rai 










914 


ccg 


etc cgc 


aat 


tee 


999 


eta 


etc 


cat 


gag aag 


aag 


ggc 


gca 


tac 


agg 


• 

144 


315 


Leu 


Leu Arg 


Aan 


Ser 


Gly 


Leu 


Val 


AfiD 


Glu Lys 


Lys Gly 


Ala 


Tyr 


Arg 




316 




35 










40 










45 










318 


acg 


tec atg 


ate 




tac 


«»«v 




vty 


ctg gcg 


etc 


ttc 


tct 


gcg 


ctg 


192 


319 




Ser Met 


He 


**P 


iyr 


MSJl 


val 


T oil 


Leu Ala 


Leu 


Phe 


Ser 


Ala 


Leu 




320 




50 


















60 












322 age 


ttc tac 




ac g 


gcg 


OCC 


gcc 


etc 


ggc ,tgg 


gac.tnt 


ggt 


acg 


ggc 


240 


323' 


sc'r 


PheTyr 


vol 


Thr 


Aia 


Thr 


Aia 


Leu 


Gly Trp 


Kep'" Tyr 


oxy 


Thr 


Gly 




334 


65 








f H 










75 










80 




326 gcg 


egg ctg 


cgc 


agg 


c&a 


acc 


ggc 


gac 


aca 


ccg 


cag 


ccg 


etc 


ttc 


cag 


288 


327 


Ala 


Trp Leu 


Arg 


Arg 


win 


Tnr 


Gly 


Aflp 


Thr 


Pro 


Gin 


Pro 


Leu 


Phe 


Gin 




328 


















90 










95 






330 


tgc 


ccg tec 


ccg 


gtt 


tgg 


gac 


tog 


aag 


etc 


ttc 


aca 


too 


acc 


gcc 


aag 


336 


331 cys 


Pro Ser 


pro 


vax 


Trp 


Asp 


Ser 


Lys 


Leu 


Phe 


Thr 


Tm 


Thr 


Ala 


Lye 




332 






J.UD 




















110 








334 


gca 


ttc tat 


A- „ — 

tac 


tee 




tac 


gtg 


gag 


tac 


etc 


gac 


• GO 


god 


tgg 


ctg 


384 


335 


Al» 


Phe Tyr 


Tyr 


ser 


Lys 


Tyr 


vai 


GlU 


Tyr 


Leu 


Asp 


Thr 


Ala 


Trp 


Leu 




336 




115 










120 










125 










338 


agg 


g£c- tec 


ttt 


-etc 


cag 


gcc. 


ttc 


cac 


.cac -^C/gnri 


oca 


ccg 


tgg 


gat 


. «2-- 


33*9 «rg 


val 8er 


Pha 


Leu 


Gin 


Ala 


Phe 


His 


His 


Phe 


Gly 


nia 


Pro 


Trp 


Aflp 




340 




130 








135 










140 












342 


gtg 


tac etc 


ggc 


att 


egg 


ctg 


cac 


aac 


gag 


ggc 


gta 


too 


ate 


ttc 


atg 


480 


343 


val 


Tyr Leu 


Gly 


lie 


Arg 


Leu 


HIS 


Asn 


Glu 


Gly 


val 




He 


Phe 


Met 




344 


145 








150 










155 










160 




347 


etc 


ttc aac 


teg 


ttc 


att 


cac 


acc 


ate 


atg 


tac 


acc 




tac 


ggc 


etc 


528 


346 


phe 


Phe Aan 


Ser 


Phe 


He 


Hie 


Thr 


He 


Met 


Tyr 


Thr 


XVr 


Tyr 


Gly 


Leu 




349 






165 










170 










175 




576 


351 


acc 


gec goo 


ggg 


tat 


aag 


etc 


aag 


gcc 


aag 


ccg 


cte 


ate 


acc 


gcg 


atg 


352 


Thr 


Ala Ala 


Gly 


Tyr 


Lya 


Phe 


Lys 


Ala 


Lya 


Pro 


Leu 


He 


Thr 


Ala 


Met 




353 






180 










185 










190 






624 


355 


cag 


ate tgc 


cag 


ttc 


gcg 


ggc 


ggc 


ttc 


ctg 


ttg 


gtc 


tgg 


gac 


tac 


ate 


356 


Gin 


lie eye 


Gin 


Phe 


Val 


Gly 


Gly 


Pne 


Leu 


Leu 


val 


Trp 


Aep 


Tyr 


He 




357 


195 










200 










205 








672 


359 


aac 


gtc ccc 


tgc 


ttc 


aac 


teg 


gac 


aaa 


ggg 


aag 


ttg 


ttc 


age 


tgg 


get 


360 


AAA 


Val Pro 


eye 


Phe 


Aan 


Ser 


ASp 


uya 


Gly 


Lys 


Leu 


Phe 


Ser 


Trp 


Ala 




361 


210 








215 










220 










720 


363 


ttc 


aac tat 


gca 


tac 


gtc 


ggc 


teg 


gtc 


ttc 


ttg 


etc 


ttc 


tgc 


cac 


ttt 


364 


phe 


Aon Tyr 


Ala 


Tyr 


Val 


Gly 


ser 


Val 


Phe 


Leu 


Leu 


Phe 


Cye 


His 


Phe 




365 


225 








230 










235 










240 


76B 


367 


ttc 


tac cag 


gac 


aac 


ttg 


gca 


acg 


aag 


aaa 


teg 


gcc 


aag 


gcg 


ggc 


aag 


368 


Pha 


Tyr Gin 




Asn 


Leu 


Ala 


Thr 


Lys 


Lye 


Ser 


Ala 


Lys 


Ala 


Gly 


Lye 




369 


245 










250 










255 




777 


371 


cag 


etc tag 




























372 


Gin 


Leu 






























376 


<210> SBQ ID NO 


i 4 


























378 


<2ll> LENGTH: 256 


























380 


<212> TxPB: 


PRT 





























382 <213> 0RGANI6M; Xsoehrysis gal&ana 
3 96 <40O> SEQUENCE ; 4 
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@) 009/0 1 2 

«3i2» rips, prt — -,Jrv v . .. <z-tlM* Ibtx-dl***' <• 



<210> 3EQ ID NO 115 
<211> LENGTH : 13 
<212> TYPB* PRT 



<220> FEATURE 

<221» NAME /KEY: MISC_PEATORB v . * . 

<222? LOCATION; (1) .7(13) Q 

<223> OTHBK INFORMATION : Xaa In the sequence at positions 2, 3, 4, 6, 7, e and 9 

Cleaning given In Tablefc^ - 
<400> SEQUENCE : 115 

JUm Xaa Xaa Xaa Bis Xaa Xaa Met Tyr Xaa Tyr Tyr Xaa 

1 * .10 



A 




T?» type of errore clwwn odsttfuaqtaut 
tte Sequence UstinQ- Ptease cflec* BUteaqpBrt 
sequences fof slrnflar enure. 



03/20/2007 11:46 FAX 



ia 010/0 

Page *f 



RAW SBQUKHCH U0TXN9 KKROR SUMMARY 

PATENT APPLICATION: US/1O/S90, 45? 



DATE; 09/05/2006 
TIKH: 15:11:49 



Input Set : 8:\0#qu*aca Liatlag-13987-00020-U8.txt 
Output Set: Ni\OtP4\09052006V590457.raw 



Plaaaa jjgtaj 

Uaa Qt n and/or Xaa hmvm baan da tact ad in tha fliqu«ao« 1.1 it log , Pluit nvtiv 
atquraof Lifting to aaaura that % oorraapooding applanation ia presented ia tfca c220> 
to <223> flalda of aach raquaaea which presents at le«nt om d or 

Seq#ill5; Xaa Pes. 2,3,4,6,7,10,13 

Seq#ill6; Xaa Poe, 3,4.5*6. 

Seq#:139; Xaa Poo:* 3,4 — ' » ' ^ 

Seq#:140; Xaa POS . 2,3,5,6 

Seq#:141; Xaa Pob . 3 

Seq#:X42; Xaa Pob. 5,6 

SeqtttieS? K Pob. 3,18 

Seqtf:186; K Poe. 3,9,12,15,21 

invalid <213> RajmaBfl&i 

Vsa of 'Artificial* only as "<213> Organi*** roapoaae ia Incomplete, 

par 1.923(b) of New Sequence fculea. Valid response ia Artificial Sequence. 

Eaq£:,121, 122, l23.,.X2A;Xa5V-i - >«# 127,128. 129,130, 143 , 144 ,X45,X4S ( 147, 146* X49V15Q*.::, 
9oq#:lSl,lS2,153 # 154;i55,T156VX57;'l5e p l59,l60,161, 162, 163,164, 165, 166, 167; 168"^' " — " 
9eq#: 169,170, 171,172,173,174,175,176,177, 178,179,180, 181,182,165,186,187,166 
Seq#:189, 190, 191,192,203, 204,205, 206,207, 208, 209,210,211, 212, 213 ,214, 215 ,216 
Seq#;217, 218, 219, 220, 221,222,223,224,225,226,227,228,229,230,231,232,233,234 
Seq#: 235, 236, 237, 238, 239, 240, 241, 242, 243, 244, 245, 246, 247, 246, 249, 250, 251, 252 
&eq#:253,254,255 



C 
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V K1UPI CATIOW SUMMARY DATE: 09/05/2006 

PATBHT APPLICATION : US/10/590,457 TIME : 15»llr49 

Input Set ; Bt\sequ«nc* bleting-13987-00020-Ufl.txt 
Output Stat: WiVCRF4\09052O06\J5 90457. raw 

L;X4 M;270 C: Current Application number differ*, Replaced Current Application No 

L:14 M;27l C; Current Piling Dace differs, Replaced Current Piling Date 

I#?13227 Mi341 W: (46) or «Xaa« used, for SBQ i|d*:11S after poa.:0 

L;13254 W:34l W: (46) -n" or "Xaa* used, for SBQ ID#:116 aftar poa.:0 

L;14471 M:34l W: (46) "n" or "Xaa" used, for SBQ XT>U:139 after poa.:0 

1*8 14498 Ms341 W: (46) "n" or "Xaa u used, for SBQ ID»:140 after poa.:0 

L-.1A525 M.-341 W: (46) or *Kaa« used; for .tPtt,0L4l after poa>:0 

L:14552 M:341 W: (46) -n" or •tea" used, for SBQ IO#!l42 afttfr p6o.:0 

L:15228 Ms34l Wi (46) *n- or »xaa" used, for SBQ iDJhlBS after pos.:0 

X-:1S246 M:341 W: (46) 'n- or "tea" ueed r for SBQ IDtt:186 after poa.:0 
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